We report the draft genome sequences of Bacillus anthracis strains Shikan-NIID, 52-40-NIAH, and 44-NIAH stored in Japan and belonging to the A3 cluster. A nthrax caused by Bacillus anthracis, a spore-forming bacterium, is one of the most severe zoonoses, which poses serious threats to both public and animal health. The genetic diversity of B. anthracis is limited since the bacteria remain as dormant spores in soils for several decades. To elucidate the limited variation between recent and old isolates, we analyzed three strains stored in the National Institute of Animal Health: Shikan-NIID, 52-40-NIAH, and 44-NIAH. Strains Shikan-NIID and 52-40-NIAH were isolated from horses in 1928 in Tokyo, Japan (1), and in 1940 in China (2), respectively. Strain 44-NIAH has no record of its origin.
